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pEAK8 Text Sequence 

GGCGTAATCTGCTGCTTGCAAACAAAAAAACCACCGCTACCAGCGGTGGTTTGTTTGCCG 60 
>GATCAAGAGCTACCAACTCTTTTTCCGAAGGTAACTGGCTTCAGCAGAGCGCAGATACCA 120 
>AATACTGTCCTTCTAGTGTAGCCGTAGTTAGGCCACCACTTCAAGAACTCTGTAGCACCG 180 
>CCTACATACCTCGCTCTGCTGAAGCCAGTTACCAGTGGCTGCTGCCAGTGGCGATAAGTC 240 
>GTGTCTTACCGGGTTGGACTCAAGAGATAGTTACCGGATAAGGCGCAGCGGTCGGGCTGA 300 
>ACGGGGGGTTCGTGCACACAGCCCAGCTTGGAGCGAACGACCTACACCGAACTGAGATAC 
>CTACAGCGTGAGCTATGAGAAAGCGCCACGCTTCCCGAAGGGAGAAAGGCGGACAGGTAT 4
>CCGGTAAGCGGCAGGGTCGGAACAGGAGAGCGCACGAGGGAGCTTCCAGGGGGAAACGCC 
>TGGTATCTTTATAGTCCTGTCGGGTTTCGCCACCTCTGACTTGAGCGTCGATTTTTGTGA 5
>TGCTCGTCAGGGGGGCGGAGCCTATGGAAAAACGCCAGCAACGCAAGCTAGAGTTTAAAC 
>TTGACAGATGAGACAATAACCCTGATAAATGCTTCAATAATATTGAAAAAGGAAAAGTAT 6
>GAGTATTCAACATTTCCGTGTCGCCCTTATTCCCTTTTTTGCGGCATTTTGCCTTCCTGT 
>TTTTGCTCACCCAGAAACGCTGGTGAAAGTAAAAGATGCAGAAGATCACTTGGGTGCGCG 7
>AGTGGGTTACATCGAACTGGATCTCAACAGCGGTAAGATCCTTGAGAGTTTTCGCCCCGA 
>AGAACGTTTCCCAATGATGAGCACTTTTAAAGTTCTGCTATGTGGCGCGGTATTATCCCG 9
>TATTGATGCCGGGCAAGAGCAACTCGGTCGCCGCATACACTATTCTCAGAATGACTTGGT 
>TGAATACTCACCAGTCACAGAAAAGCATCTTACGGATGGCATGACAGTAAGAGAATTATG 1
>CAGTGCTGCCATAACCATGAGTGATAACACTGCGGCCAACTTACTTCTGACAACTATCGG 
>AGGACCGAAGGAGCTAACCGCTTTTTTGCACAACATGGGGGATCATGTAACTCGCCTTGA 1
>TCGTTGGGAACCGGAGCTGAATGAAGCCATACCAAACGACGAGCGTGACACCACGATGCC 1200
>TGTAGCAATGGCAACAACGTTGCGAAAACTATTAACTGGCGAACTACTTACTCTAGCTTC 1
>CCGGCAACAACTAATAGACTGGATGGAGGCGGATAAAGTTGCAGGACCACTTCTGCGCTC 
>GGCACTTCCGGCTGGCTGGTTTATTGCTGATAAATCAGGAGCCGGTGAGCGTGGGTCACG 1
>CGGTATCATTGC
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1320
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AGCACTGGGGCCGGATGGTAAGCCCTCCCGTATCGTAGTTATCTACAC 1440
>TACGGGGAGTCAGGCAACTATGGATGAACGAAATAGACAGATCGCTGAGATAGGTGCCTC 1
>ACTGATTAAGCATTGGTAAGGATAAATTTCTGGTAAGGAGGACACGTATGGAAGTGGGCA 
>AGTTGGGGAAGCCGTATCCGTTGCTGAATCTGGCATATGTGGGAGTATAAGACGCGCAGC 1
>GTCGCATCAGGCATTTTTTTCTGCGCCAATGCAAAAAGGCCATCCGTCAGGATGGCCTTT 
>CGGCATAACTAGTGAGGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTC 1
>CCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACCGGTGCCTAGAGAAGGTGGCGCGGG 
>GTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAA 1
>CCGTATATAAGTGCAGTAGTCGCCGTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGA 
>ACACAGGTAAGTGCCGTGTGTGGTTCCCGCGGGCCTGGCCTCTTTACGGGTTATGGCCCT 1
>TGCGTGCCTTGAATTACTTCCACCTGGCTGCAGTACGTGATTCTTGATCCCGAGCTTCGG 
>GTTGGAAGTGGGTGGGAGAGTTCGAGGCCTTGCGCTTAAGGAGCCCCTTCGCCTCGTGCT 2
>TGAGTTGAGGCCTGGCCTGGGCGCTGGGGCCGCCGCGTGCGAATCTGGTGGCACCTTCGC 
>GCCTGTCTCGCTGCTTTCGATAAGTCTCTAGCCATTTAAAATTTTTGATGACCTGCTGCG 2
>ACGCTTTTTTTCTGGCAAGATAGTCTTGTAAATGCGGGCCAAGACGATCTGCACACTGGT 
>ATTTCGGTTTTTGGGGCCGCGGGCGGCGACGGGGCCCGTGCGTCCCAGCGCACATGTTCG 2
>GCGAGGCGGGGCCTGCGAGCGCGGCCACCGAGAATCGGACGGGGGTAGTCTCAAGCTGGC 
>CGGCCTGCTCTGGTGCCTGGCCTCGCGCCGCCGTGTATCGCCCCGCCCTGGGCGGCAAGG 2
>CTGGCCCGGTCGGCACCAGTTGCGTGAGCGGAAAGATGGCCGCTTCCCGGCCCTGCTGCA 
>GGGAGCTCAAAATGGAGGACGCGGCGCTCGGGAGAGCGGGCGGGTGAGTCACCCACACAA 2
>AGGAAAAGGGCCTTTCCGTCCTCAGCCGTCGCTTCATGTGACTCCACGGAGTACCGGGCG 
>CCGTCCAGGCACCTCGATTAGTTCTCGAGCTTTTGGAGTACGTCGTCTTTAGGTTGGGGG 2
>GAGGGGTTTTATGCGATGGAGTTTCCCCACACTGAGTGGGTGGAGACTGAAGTTAGGCCA 
>GCTTGGC
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ACTTGATGTAATTCTCCTTGGAATTTGCCCTTTTTGAGTTTGGATCTTGGTTC 2
>ATTCTCAAGCCTCAGACAGTGGTTCAAAGTTTTTTTCTTCCATTTCAGGTGTCGTGAAAA 
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pEAK8 Text Sequence 

>GCTTGAATTCGGCGCGCCAGATATCACACGTGCCAAGGGGCTGGGCACCTGGCCTGCAGG 2
>CGGCCGCAGGTAAGCCAGCCCAGGCCTCGCCCTCCAGCTCAAGGCGGGACAGGTGCCCTA 
>GAGTAGCCTGCATCCAGGGACAGGCCCCAGCCGGGTGCTGACACGTCCACCTCCATCTCT 3
>TCCTCAGGTCTGCCCGGGTGGCATCCCTGTGACCCCTCCCCAGTGCCTCTCCTGGTCGTG 
>GAAGGTGCTACTCCAGTGCCCACCAGCCTTGTCCTAATAAAATTAAGTTGCATCATTTTG 3
>TTTGACTAGGTGTCCTTGTATAATATTATGGGGTGGAGGCGGGTGGTATGGAGCAAGGGG 
>CCCAAGTTAACTTGTTTATTGCAGCTTATAATGGTTACAAATAAAGCAATAGCATCACAA 3
>ATTTCACAAATAAAGCATTTTTTTCACTGCATTCTAGTTGTGGTTTGTCCAAACTCATCA 
>ATGTATCTTATCATGTCTGGATCCGCTTCAGGCACCGGGCTTGCGGGTCATGCACCAGGT 3
>GCGCGGTCCTTCGGGCACCTCGACGTCGGCGGTGACGGTGAAGCCGAGCCGCTCGTAGAA 
>GGGGAGGTTGCGGGGCGCGGAGGTCTCCAGGAAGGCGGGCACCCCGGCGCGCTCGGCCGC 3
>CTCCACTCCGGGGAGCACGACGGCGCTGCCCAGACCCTTGCCCTGGTGGTCGGGCGAGAC 
>GCCGACGGTGGCCAGGAACCACGCGGGCTCCTTGGGCCGGTGCGGCGCCAGGAGGCCTTC 3
>CATCTGTTGCTGCGCGGCCAGCCTGGAACCGCTCAACTCGGCCATGCGCGGGCCGATCTC 
>GGCGAACACCGCCCCCGCTTCGACGCTCTCCGGCGTGGTCCAGACCGCCACCGCGGCGCC 3
>GTCGTCCGCGACCCACACCTTGCCGATGTCGAGCCCGACGCGCGTGAGGAAGAGTTCTTG 
>CAGCTCGGTGACCCGCTCGATGTGGCGGTCCGGGTCGACGGTGTGGCGCGTGGCGGGGTA 3
>GTCGGCGAACGCGGCGGCGAGGGTGCGTACGGCCCGGGGGACGTCGTCGCGGGTGGCGAG 
>GCGCACCGTGGGCTTGTACTCGGTCATGGTGGCCTGCAGAGTCGCTCTGTGTTCGAGGCC 4
>ACACGCGTCACCTTAATATGCGAAGTGGACCTGGGACCGCGCCGCCCCGACTGCATCTGC 
>GTGTTTTCGCCAATGACAAGACGCTGGGCGGGGTTTGTGTCATCATAGAACTAAAGACAT 4
>GCAAATATATTTCTTCCGGGGACACCGCCAGCAAACGCGAGCAACGGGCCACGGGGATGA 
>AGCAGCTGCGCCACTCCCTGAAGATCCATCGTCTCCTAACAAGTTACATCACTCCTGCCC 4
>TTCCTCACCCTCATCTCCATCACCTCCTTCATCTCCGTCATCTCCGTCATCACCCTCCGC 
>GGCAGCCCCTTCCACCATAGGTGGAAACCAGGGAGGCAAATCTACTCCATCGTCAAAGCT 4
>GCACACAGTCACCCTGATATTGCAGGTAGGAGCGGGCTTTGTCATAACAAGGTCCTTAAT 
>CGCATCCTTCAAAACCTCAGCAAATATATGAGTTTGTAAAAAGACCATGAAATAACAGAC 4
>AATGGACTCCCTTAGCGGGCCAGGTTGTGGGCCGGGTCCAGGGGCCATTCCAAAGGGGAG 
>ACGACTCAATGGTGTAAGACGACATTGTGGAATAGCAAGGGCAGTTCCTCGCCTTAGGTT 4
>GTAAAGGGAGGTCTTACTACCTCCATATACGAACACACCGGCGACCCAAGTTCCTTCGTC 
>GGTAGTCCTTTCTACGTGACTCCTAGCCAGGAGAGCTCTTAAACCTTCTGCAATGTTCTC 4
>AAATTTCGGGTTGGAACCTCCTTGACCACGATGCTTTCCAAACCACCCTCCTTTTTTGCG 
>CCTGCCTCCATCACCCTGACCCCCGCTGCGCGGGGGCACGTCAGGCTCACCATCTGGGCC 4
>GCCTTCTTGGTGGTATTCAAAATAATCGGCTTCCCCTACAGGGTGGAAAAATGGCCTTCT 
>ACCTGGAGGGGGCCTGCGCGGTGGAGACCCGGATGATGATGACTGACTACTGGGACTCCT 4
>GGGCCTCTTTTCTCCACGTCCACGACCTCTCCCCCTGGCTCTTTCACGACTTCCCCCCCT 
>GGCTCTTTCACGTCCTCTACCCCGGCGGCCTCCACTACCTCCTCGACCCCGGCCTCCACT 5
>ACCTCCTCGACCCCGGCCTCCACTGCCTCCTCGACCCCGGCCTCCACCTCCTGCTCCTGC 
>CCCTCCCGCTCCTGCTCCTGCTCCTGTTCCACCGTGGGTCCCTTTGCAGCCAATGCAACT 5
>TGGACGTTTTTGGGGTCTCCGGACACCATCTCTATGTCTTGGCCCTGATCCTGAGCCGCC 
>CGGGGCTCCTGGTCTTCCGCCTCCTCGTCCTCGTCCTCTTCCCCGTCCTCGTCCATGTGC 5
>CATGATGGCGGCCTGCAGCTGTGTTCGAGGCCGCGCGTGTCACCTTAATATGCGAAGTGG 
>ACCTGGGACCGCGCCGCCCCGACTGCATCTGCGTGTTCGAGTTCGCCAATGACAAGACGC 5
>TGGGCGGGGAGATCCCCCTTATTAACCCTAAACGGGTAGCATATGCTTCCCGGGTAGTAG 
>TATATACTATCCAGACTAACCCTAATTCAATAGCATATGTTACCCAACGGGAAGCATATG 5
>CTATCGAATTAGGGTTAGTAAAAGGGTCCTAAGGAACAGCGATCTGGATAGCATATGCTA 
>TCCTAATCTATATCTGGGTAGCATATGCTATCCTAATCTATATCTGGGTAGCATAGGCTA 5
>TCCTAATCTATATCTGGGTAGCATATGCTATCCTAATCTATATCTGGGTAGTATATGCTA 
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ATCTATATCTGGGTAGTATATGCTATCCTAATCTGTATCCGGGTAGCATATGCTA 5880

940
TGCCGCCACCTCCCAAGGAGATCTGTCGACATCGATGGGCGCGGGTGTACACTCC 6000

pEAK8 Text Sequence 

>TCCTAATTTATATCTGGGTAGCATAGGCTATCCTAATCTATATCTGGGTAGCATATGCTA 5
>TCCTA
>TCCTCATGCATATACAGTCAGCATATGATACCCAGTAGTAGAGTGGGAGTGCTATCCTTT 5
>GCATA
>GCCCATCCCGCCCCTAACTCCGCCCAGTTCCGCCCATTCTCCGCCTCATGGCTGACTAAT 6
>TTTTT
>AGGAGGCTTTTTTGGAGGCCTAGGCTTTTGCAAAAAGCTAATTC 6164  

060 
TTATTTATGCAGAGGCCGAGGCCGCCTCGGCCTCTGAGCTATTCCAGAAGTAGTG 6120
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